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(D) TOPOLOGY: linear 
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His His Asn Gly Thr Asn Gly Thr Met Met Gin Tyr Phe Glu Trp Tyr 
15 10 15 

Leu Pro Asn Asp Gly Asn His Trp Asn Arg Leu Arg Asp Asp Ala Ala 

20 25 30 

Asn Leu Lys Ser Lys Gly lie Thr Ala Val Trp lie Pro Pro Ala Trp 
35 40 45 
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140 435 440 445 

142 Gin Val Trp Arg Asp lie Thr Gly Asn Arg Thr Gly Thr Val Thr lie 

143 450 455 460 

14 5 Asn Ala Asp Gly Trp Gly Asn Phe Ser Val Asn Gly Gly Ser Val Ser 

146 465 470 475 480 

14 8 Val Trp Val Lys Gin 

149 485 

152 (2) INFORMATION FOR SEQ ID NO : 2: 

154 (i) SEQUENCE CHARACTERISTICS: 

155 (A) LENGTH: 485 amino acids 

156 (B) TYPE: amino acid 

157 (C) STRANDEDNESS : single 

158 (D) TOPOLOGY: linear 
160 (ii) MOLECULE TYPE: peptide 

162 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

164 His His Asn Gly Thr Asn Gly Thr Met Met Gin Tyr Phe Glu Trp His 

165 1 5 10 15 

167 Leu Pro Asn Asp Gly Asn His Trp Asn Arg Leu Arg Asp Asp Ala Ser 

168 20 25 30 

170 Asn Leu Arg Asn Arg Gly lie Thr Ala lie Trp lie Pro Pro Ala Trp 

171 35 40 45 

173 Lys Gly Thr Ser Gin Asn Asp Val Gly Tyr Gly Ala Tyr Asp Leu Tyr 

174 50 55 60 

176 Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly 

177 65 70 75 80 

179 Thr Arg Ser Gin Leu Glu Ser Ala lie His Ala Leu Lys Asn Asn Gly 

180 85 90 95 

182 Val Gin Val Tyr Gly Asp Val Val Met Asn His Lys Gly Gly Ala Asp 

183 100 105 110 

185 Ala Thr Glu Asn Val Leu Ala Val Glu Val Asn Pro Asn Asn Arg Asn 

186 115 120 125 

188 Gin Glu lie Ser Gly Asp Tyr Thr lie Glu Ala Trp Thr Lys Phe Asp 

189 130 135 140 

191 Phe Pro Gly Arg Gly Asn Thr Tyr Ser Asp Phe Lys Trp Arg Trp Tyr 

192 145 150 155 160 

194 His Phe Asp Gly Val Asp Trp Asp Gin Ser Arg Gin Phe Gin Asn Arg 

195 165 170 175 

197 lie Tyr Lys Phe Arg Gly Asp Gly Lys Ala Trp Asp Trp Glu Val Asp 

198 180 185 190 

200 Ser Glu Asn Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Val Asp Met 

201 195 200 • 205 

203 Asp His Pro Glu Val Val Asn Glu Leu Arg Arg Trp Gly Glu Trp Tyr 

204 210 215 220 

206 Thr Asn Thr Leu Asn Leu Asp Gly Phe Arg lie Asp Ala Val Lys His 

207 225 230 235 240 

209 lie Lys Tyr Ser Phe Thr Arg Asp Trp Leu Thr His Val Arg Asn Ala 

210 245 250 255 

212 Thr Gly Lys Glu Met Phe Ala Val Ala Glu Phe Trp Lys Asn Asp Leu 

213 260 265 270 
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